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Supplementary Figure 1: EpCAM expression is restricted in epithelial cells/organs. (A) RNA
expression levels of EpCAM form normal tissue, data acquired from Protein Atlas
(www.proteinatlas.org). (B) EpCAM expression in different cancer types, data analyzed from
cancer cell lines NCI-60 (GSE32474). (C) EpCAM mutation distribution in c-bioportal and Genie
cohort.




